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« protein-protein
 protein-DNA(RNA)
« protein-mald molekula
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« Odbornd literatura
« Experimentdlni data: IntAct, MINT
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« Integrace izolovanych dat na jedno misto
 Zvyraznéni dulezitych viastnosti komplexu

« Propojeni s ostatnimi bioinf. databdzemi (UniProt,
InterPRO, IntEnz, Reactome, etc.)

Lpristupnéni (nejen) strukturné-biologickych
dat SirSimu okruhu uZivatelt
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 Cteni, &teni, &teni, &teni, &teni
« Dvojstupnova kontrola — snizeni moznosti lidské chyby



E M B L European Molecular
Biology Laboratory

« Research unifs:
« Cell biology and biophysics
« Developmental biology
« Genome biology
 Structural and computational biology

« Sites:

Grenoble (FR)

Heidelberg, Haomburg (DE)
Monterotondo (IT)

Hinxton (UK)

Barcelona (ES)
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Alex Bateman Ewan Birne Alvis Brazma

Senior Team Leader, Protein Group Leader - Beltrao Directar of EMBL-EBI and Senior Team Leader,
sequence resources research group Senior Scientist Functional Genomics
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Paul Flicek Moritz Gerstung Nick Goldman
Group Leader - Enright Senior Scientist and Team Group Leader: Computational Group Leader - Goldman
research group Leader, Vertebrate Genomics cancer biology research group
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Zamin Igbal John Marioni Evangelia Petsalaki
Research Group Leader - Senior Team Leader: Pratein Group Leader - Marioni Group Leader - Petsalaki
Igbal research group Data Bank in Europe and research group research group

Kleywegt Research Group
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Julio Saez-Rodriguez Oliver Stegle Christoph Steinbeck
Visiting Group Leader Group Leader - Stegle Wisiting Group Leader Director Emeritus of EMBL-
research group EBI and Senior Scientist
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Sandra Orchard

Team Leader - Orchard team: Molecular Interactions SGI’VICGS

-: Complex Portal

Sandra Orchard is Team Leader for Molecular Interactions at EMBL-

EBI, with a strong background in protein annotation. Her team is > IntAct

responsible for maintaining curation standards within the IntAct
Molecular Interaction database, and also the Complex Portal protein Team mem be I's
complex reference resource. Sandra and her team provide hands-on

training in how to make the most of bioinformatics resources for

studying networks, pathways, interactions and complexes. She is a
member and Treasurer of the Executive Committee of the International
Society for Biocuration.

Sandra and her team provide hands-on training in how to make the most of bioinformatics resources for
studying networks, pathways, interactions and complexes. The Molecular Interaction Team offers
placements to students with an interest in learning more about network analysis, data curation, Java
development or the use of JavaScript for data visualisation.

orchard [at] ebi.ac.uk

ORCID iD: 0000-0002-8878-3972

Tel:+44 (0)1223 494 675 / Fax:




¢ Complex Portal

Pathways

Complex Identifier Complex Name

Pathway Identifier

Chromosome passenger complex [cytosal]

B e R-HSA-5663220
Chromosomal passenger complex

Homo sapiens; 9606

Selected Complex: Selected Pathway:
Evidence by physical interaction evidence ntAct EBI-1555177

Stable Identifier: -

protein - INCENP (unspecified role) o
Qo

Stable Identifier: B-HS
Name: Chromosam complex [eytosol Name: Separation of

Stoichiometry
UniprolKB

protein - BIRCS (unspecified role)
015382 st oo s
Baculoviral IAP repeal-containing protein
5 == rw=?—
borea_human{ -
s protein - AURKB (enzyme)
/ Q96GD4

¥ Aurora kinase B

B protein - CDCAB (unspecified role)
ince_human( J— Q53HL2

aurkb_haman-O)
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Properties

3D Structure

Gene Expression Map

o] Showing 4 gene: Default
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No data available

J L Below cutoff MLow M Medium M High 0

See more expression data at Expression Atlas.
This expression view is provided by Expression Atlas.

Please direct any queries or feedback to arrayexpress-atlas@ebi.ac.uk
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