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Global Variants Report*
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The map shows which countries have reported variants of SARS-CoV-2. Because of differences in detection and reporting,
variants are likely present in some countries that have not yet reported them. The lack of reporting of a variant in a
country does not indicate the variant is absent in that country. Data were provided by the World Health Organization
(WHO) Variant Tracker. *This map will be updated on Tuesdays by 7:00 pm. ts of SARS-CoV-2. Because of differences in detection and reporting,
:not yet reported them. The lack of reporting of a variant in a
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NCBI SARS-CoV-2 Resources

I Quick Navigation Guide SARS—COV_ 2 Data
Sequence Submission
e 246,679 84,277 4,895
SRA runs Nucleotide records ClinicalTrials.gov
Sequence-Related Resources
Clinical Resources 108,143 115,663
Other Websites PubMed PMC

'https://www.ncbi.nlm.nih.gov/sars-cov-2/

N.Martinkovéa « Bi4013 Tymovy projekt « Divergence SARS-CoV-2 - 3/4


https://www.ncbi.nlm.nih.gov/sars-cov-2/

Divergence sekvenci RNA viru SARS-CoV-2

m Vyhledat sekvence variant viru SARS-CoV-2 - CDC, NCBI

m |dentifikovat useky RNA, které jsou pro varianty charakteristické
m Vyhledat viechny sekvence jednotlivych variant — BLAST

m Stahnout data izolace a misto plvodu sekvenci - E-utils, R

m Vizualizovat $ifeni variant viru - R

m (Kvantifikovat genetickou nepodobnost (sequence dissimilarity) variant viru
SARS-CoV-2 - R)

N.Martinkovéa « Bi4013 Tymovy projekt « Divergence SARS-CoV-2 - 4/4






