PTM ukol
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i v dalSich biologickych procesech. U patogen se
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kvasinek. Carbohydrate Phosphate group
attachment to an attachment onto a

Porovnejte pocet (Cetnost) PTM u jednotlivych GAPDH.

oxygen or nitrogen on

serine, threonine, or

an amino acid residue tyrosine residue

Volitelny ukol: Predikujte strukturu jedné vybrané
GAPDH a pomoci PyTMs zvyraznéte ve strukture
proteinu PTM.
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Nastroje pro predikci PTM u eukaryot
(idedlné kvasinek)
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Generic phosphorylation sites in eukaryotic proteins Serine and threonine phosphorylation sites in yeast proteins

Predikce struktury
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>ACJ22876.1 glyceraldehyde 3-phosphate dehydrogenase [Candida
tropicalis]
MAAIKVGINGEFGRIGRLVLRIALTRKDIEVVAVNDPFIGAEYAAYMFKYDSTHRTFKGEVKAEGDSLIID
GHKIHVFQERDPINIPWAKNGVEYVIDSTGVFTKIEGAQKHIDAGAKKVIITAPSADAPMEFVVGVNEDKY
TPDLKITISNASCTTNCLAPLAKVINDTFGIADGLMTTVHSITATOKTVDGPSHKDWRGGRTASGNIIPSS
TGAAKAVGKVIPELNGKLTGMSLRVPTTDVSVVDLTVNLKKPATYEEICDAIKKASEGPLKGVLGYTEDA
VVSSDFLTTNLSSVFDAKAGILLTPTEVKLISWYDNEYGYSTRVVDLLEHVAKVSGSA

>sp|Q6FPW3.1|G3P1 CANGA RecName: Full=Glyceraldehyde-3-phosphate
dehydrogenase 1; Short=GAPDH 1 [[Candida] glabrata CBS 138]
MVRVAINGFGRIGRIVLRIAMKRDGIDVVAINDPFITNDYAAYMFKYDSTHGRYDGEVTHDDKDLTI IDGK
ATIKCYQERDPADLPWGDNDIDIVIEATGVFTAKDLAEKHITAGAKKVVITGPSATAPMEVKGVNDDKYTS
DVITVISNASCTTNCLAPLAKVLODNFGIEEALMSTVHSQTATQKTVDGPSKKDWRGGRTASANITIPSSTG
AAKAVTKVLPELEGKLTGMAFRVPTVDVSVVDLTVRFAKDVTYDEIKAATIKKASEGEMKGILAYTEDAVV
STDFLGDTHSSIFDASAGIQLSPRFVKLVSWYDNEYGFSARVVDMVELVSKA

>sp|Q92211.2|G3P_CANAW RecName: Full=Glyceraldehyde-3-phosphate
dehydrogenase; Short=GAPDH (Candida albicans)
MATIKIGINGFGRIGRLVLRVALGRKDIEVVAVNDPFIAPDYAAYMFKYDSTHGRYKGEVTASGDDLVIDG
HKIKVFQERDPANIPWGKSGVDYVIESTGVFTKLEGAQKHIDAGAKKVIITAPSADAPMEVVGVNEDKYT
PDLKIISNASCTTNCLAPLAKVVNDTFGIEEGLMTTVHSITATQKTVDGPSHKDWRGGRTASGNIIPSST
GAAKAVGKVIPELNGKLTGMSLRVPTTDVSVVDLTVRLKKAASYEETAQATKKASEGPLKGVLGYTEDAV
VSTDFLGSSYSSIFDEKAGILLSPTFVKLISWYDNEYGYSTRVVDLLEHVAKASA



Glyko ukol

e S vyuzitim nastroje DrawGlycan graficky zndzornéte

antigeny krevnich skupin systému ABO. Znazornéte i WPAGcondensed input (glyean or glycopeprde):

jednotlivé typy glykosidovych vazeb a ukotveni. Fuc(a2)[Gal(a3)]Gal(b3)GIcNAc(b3)Gal()Blank
Fuc Fuc GalNA Fuc Gal
w1\ Gal "l"'}\mi ""'j c “'1"7\\(}.4 Gcly?
||1-1,5 Iﬁ-z,.s | B-1,3
GlcNAC GIcNAC GlcNAC
||J,-1,s ’ f-1,3 | B-1,3
Gal Gal Ga

O antigen A antigen B antigen IUPAC-condensed Input (glycan or glycopeptide): . a 2 i
Fuc()[GalNAc]Gal()GlcNAc()Gal()Blank

IUPAC-condensed Input (glycan or glycopeptide):

W W

Fuc()Gal()GIlcNAc()Gal

—O-

http://www.virtualglycome.org/DrawGlycan/




Glyko ukol

e Nachazeji se v databazi Unilectin3D struktury lektint
schopnych vazat A antigen? Predpokladate, ze se jedna
o nativni ligand danych lektin(? Jaka je mozna funkce
danych lektini a jejich vazby na A antigen?

UnilLectin3D glycan search

D-GalNp

D-GalpNAc D-GlcpNAc

D-Manp D-ManpN D-ManpNAc D-Neup5Ac D-Neup5Gc

------

Funkce?




