PTM ukol

Glyceraldehyd-3-fosfatdehydrogenaza (GAPDH) je enzym
glykolyzy. Kromé své role v glykolyze se ale uplatnuje

i v dalSich biologickych procesech. U patogen se
dokonce miliZe vyskytovat v bunécné sténé a slouzit

k adhezi na hostitelské bunky.

Predikujte pripadnou fosforylaci u GAPDH z patogennich
kvasinek.

Porovnejte pocet (Cetnost) fosforylaci u jednotlivych
GAPDH.

Post-Translational Modifications Drive Success and Failure of
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Glycosylation
Carbohydrate
attachment to an
oxygen or nitrogen on
an amino acid residue

Acetylation

Acetyl group
attachment commonly
onto N-termini and
lysine residues

Ubiquitination
Small polypeptide
attachment to lysine
residues

Target Protein

Phosphorylation
Phosphate group
attachment onto a
serine, threonine, or
tyrosine residue

%,

Methylation

Methyl group
attachment onto
commonly arginine,
lysine, or carboxyl
termini




PTM ukol

Glyceraldehyd-3-fosfatdehydrogenaza (GAPDH) je enzym

glykolyzy. Kromé své role v glykolyze se ale uplatnuje
i v dalSich biologickych procesech. U patogenu se
dokonce muze vyskytovat v bunécné sténé a slouzit
k adhezi na hostitelské bunky.

>ACJ22876.1 glyceraldehyde 3-phosphate dehydrogenase [Candida
tropicalis]
MAATIKVGINGFGRIGRLVLRIALTRKDIEVVAVNDPFIGAEYAAYMFKYDSTHRTFKGEVKAEGDSLIID
GHKIHVFQERDPINIPWAKNGVEYVIDSTGVFTKIEGAQKHIDAGAKKVIITAPSADAPMEFVVGVNEDKY
TPDLKIISNASCTTNCLAPLARVINDTFGIADGLMTTVHSITATQKTVDGPSHKDWRGGRTASGNIIPSS
TGAAKAVGKVIPELNGKLTGMSLRVPTTDVSVVDLTVNLKKPATYEEICDAIKKASEGPLKGVLGYTEDA
VVSSDFLTTNLSSVFDAKAGILLTPTEVKLISWYDNEYGYSTRVVDLLEHVAKVSGSA

>sp|Q6FPW3.1|G3P1 CANGA RecName: Full=Glyceraldehyde-3-phosphate
dehydrogenase 1; Short=GAPDH 1 [[Candida] glabrata CBS 138]
MVRVAINGFGRIGRIVLRIAMKRDGIDVVAINDPFITNDYAAYMFKYDSTHGRYDGEVTHDDKDLIIDGK
ATKCYQERDPADLPWGDNDIDIVIEATGVFTAKDLAEKHITAGAKKVVITGPSATAPMEVKGVNDDKYTS
DVTVISNASCTTNCLAPLAKVLODNFGIEEALMSTVHSQTATQKTVDGPSKKDWRGGRTASANIIPSSTG
AAKAVTKVLPELEGKLTGMAFRVPTVDVSVVDLTVRFAKDVTYDEIKAATIKKASEGEMKGILAYTEDAVV
STDFLGDTHSSIFDASAGIQLSPRFVKLVSWYDNEYGFSARVVDMVELVSKA

>sp|Q92211.2|G3P_CANAW RecName: Full=Glyceraldehyde-3-phosphate
dehydrogenase; Short=GAPDH (Candida albicans)
MAIKIGINGFGRIGRLVLRVALGRKDIEVVAVNDPFIAPDYAAYMFKYDSTHGRYKGEVTASGDDLVIDG
HKIKVFQERDPANIPWGKSGVDYVIESTGVFTKLEGAQKHIDAGAKKVIITAPSADAPMFVVGVNEDKYT
PDLKIISNASCTTNCLAPLAKVVNDTFGIEEGLMTTVHSITATQKTVDGPSHKDWRGGRTASGNIIPSST
GAAKAVGKVIPELNGKLTGMSLRVPTTDVSVVDLTVRLKKAASYEETAQATIKKASEGPLKGVLGYTEDAV
VSTDFLGSSYSSIFDEKAGILLSPTFVKLISWYDNEYGYSTRVVDLLEHVAKASA

Nastroje pro predikci PTM u eukaryot
(idedlné kvasinek)

NetPhosYeast- 1.0

Serine and threonine phosphorylation sites in yeast proteins

NetPhos - 3.1

Generic phosphorylation sites in eukaryotic proteins

Porovnejte pocet (Cetnost) fosforylaci
u jednotlivych GAPDH

NetPhosYeast - 1.0

Serine and threonine phosphorylation sites in yeast proteins

The NetPhosYeast 1.0 server predicts serine and threonine phosphorylation sites in yeast proteins. This service is closely related to
NetPhos and NetPhosK

https://services.healthtech.dtu.dk/services/NetPhosYeast-1.0/



