Klonovani genu pro glukosa oxidasu z A. niger

>AF234246.2:486-2303 Aspergillus niger glucose oxidase (GO2) gene, complete
cds
ATGCAGACTCTCCTTGTGAGCTCGCTTGTGGTCTCCCTCGCTGCGGCCCTGCCACACTACATCAGGAGCA
ATGGCATTGAAGCCAGCCTCCTGACTGATCCCAAGGATGTCTCCGGCCGCACGGTCGACTACATCATCGC
TGGTGGAGGTCTGACTGGACTCACCACCGCTGCTCGTCTGACGGAGAACCCCAACATCAGTGTGCTCGTC
ATCGAAAGTGGCTCCTACGAGTCGGACAGAGGTCCTATCATTGAGGACCTGAACGCCTACGGCGACATCT
TTGGCAGCAGTGTAGACCACGCCTACGAGACCGTGGAGCTCGCTACCAACAATCAAACCGCGCTGATCCG
CTCCGGAAATGGTCTCGGTGGCTCTACTCTAGTGAATGGTGGCACCTGGACTCGCCCCCACAAGGCACAG
GTTGACTCTTGGGAGACTGTCTTTGGAAATGAGGGCTGGAACTGGGACAATGTGGCCGCCTACTCCCTCC
AGGCTGAGCGTGCTCGCGCACCAAATGCCAAACAGATCGCTGCTGGCCACTACTTCAACGCATCCTGCCA
TGGTGTTAATGGTACTGTCCATGCCGGACCCCGCGACACCGGCGATGACTATTCTCCCATCGTCAAGGCT
CTCATGAGCGCTGTCGAAGACCGGGGCGTTCCCACCAAGAAAGACTTCGGATGCGGTGACCCCCATGGTG
TGTCCATGTTCCCCAACACCTTGCACGAAGACCAAGTGCGCTCCGATGCCGCTCGCGAATGGCTACTTCC
CAACTACCAACGTCCCAACCTGCAAGTCCTGACCGGACAGTATGTTGGTAAGGTGCTCCTTAGCCAGAAC
GGCACCACCCCTCGTGCCGTTGGCGTGGAATTCGGCACCCACAAGGGCAACACCCACAACGTTTACGCTA
AGCACGAGGTCCTCCTGGCCGCGGGCTCCGCTGTCTCTCCCACAATCCTCGAATATTCCGGTATCGGAAT
GAAGTCCATCCTGGAGCCCCTTGGTATCGACACCGTCGTTGACCTGCCCGTCGGCTTGAACCTGCAGGAC
CAGACCACCGCTACCGTCCGCTCCCGCATCACCTCTGCTGGTGCAGGACAGGGACAGGCCGCTTGGTTCG
CCACCTTCAACGAGACCTTTGGTGACTATTCCGAAAAGGCACACGAGCTGCTCAACACCAAGCTGGAGCA
GTGGGCCGAAGAGGCCGTCGCCCGTGGCGGATTCCACAACACCACCGCCTTGCTCATCCAGTACGAGAAC
TACCGCGACTGGATTGTCAATCACAACGTCGCGTACTCGGAACTCTTCCTCGACACTGCCGGAGTGGCCA
GCTTCGATGTGTGGGACCTTCTGCCCTTCGACCGAGGATACGTCCACATCCTCGACAAGGACCCCTACCT
CCACCACTTTGCCTACGACCCTCAGTACTTCCTCAACGAGCTCGACCTGCTCGGTCAGGCTGCCGCTACT
CAGCTGGCCCGCAACATCTCCAACTCCGGTGCCATGCAGACCTACTTCGCTGGGGAGATACTCCCCGGTG
ATAACCTCGCGTATGATGCCGATTTGAGCGCCTGGACTGAGTACATCCCGTACCACTTCCGTCCTAACTA
CCATGACGTAGGTACTTGCTCCATGATGCCGAAGGAGATGGGCAGTGTTGTTGATAATGCTGCCCGTGTG
TATGGTGTGCGGGGACTGCGTGTCATTGATGGTTCTATTCCTCCTACGCAAATGTCGTCCCATGTCATGA
CGGTGTTCTATGCCATGGCTTTGAAAATTTCGGATGCTATCTTGGAAGATTATGCTTCCATGCAGTGA

N-HIS,T7-GO2-HIS

BamH1 (GGATCC)
XhoI (CTCGAG)
5% TCGCGGATCCCTGCCACACTACATCAGGAGCA
5% GGTGCTCGAGCTGCATGGAAGCATAATCTTCCA

N-HIS, T7-GO2

N-HIS-GO2



>AAF59929.2 glucose oxidase [Aspergillus niger]
MOTLLVSSLVVSLAAALPHYTIRSNGIEASLLTDPKDVSGRTVDYITAGGGLTGLTTAARLTENPNISVLV
IESGSYESDRGPIIEDLNAYGDIFGSSVDHAYETVELATNNQTALIRSGNGLGGSTLVNGGTWTRPHKAQ
VDSWETVEGNEGWNWDNVAAYSLOAERARAPNAKQIAAGHYFNASCHGVNGTVHAGPRDTGDDYSPIVKA
LMSAVEDRGVPTKKDFGCGDPHGVSMEFPNTLHEDQVRSDAAREWLLPNYQRPNLQVLTGQYVGKVLLSQN
GTTPRAVGVEFGTHKGNTHNVYAKHEVLLAAGSAVSPTILEYSGIGMKSILEPLGIDTVVDLPVGLNLQD
QTTATVRSRITSAGAGQGQAAWFATENETFGDYSEKAHELLNTKLEQWAEEAVARGGFHNTTALLIQYEN
YRDWIVNHNVAYSELFLDTAGVASFDVWDLLPFDRGYVHILDKDPYLHHFAYDPQYFLNELDLLGQAAAT
QLARNISNSGAMQTYFAGEILPGDNLAYDADLSAWTEYIPYHFRPNYHDVGTCSMMPKEMGSVVDNAARV
YGVRGLRVIDGSIPPTQMSSHVMTVEFYAMALKISDAILEDYASMQ

SignalP 6.0 prediction: XP 001389862.2 glucose oxidase [Aspergillus niger CBS 513.88]
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Protein sequence

T7 promoter primer #69348-3

. e
pET upstreaﬂlpnmer #60214-3 T7 promoter lac operator Xbal rbs
AGATCTCGATCCCGUGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAAATAATTTTGTTTAACTTTAAGAAGGAGA
Neo | His*Tag Ndel Nhel T7-Ta
TATACCATGG TCATCATCATCATCACAGCAGCGGLCTGGTGLCGCGLGRCAGCCATATGGLTAGCATGACTGE
Meth isHisHisHisHisHisSerSerGlyLeuValProArgGly3 SerMetThrG|yG

Eag| thrombin

_—
T7 terminator primer #69337-3
pET-28a-c(+) cloning/expression region

g .
BamH | EcoR | Sacl _Sall Hind|ll __Netl  Xhol His-Tag
ATGGETCGCEGATCCGAATTCEAGCTCCGTCGACAAGLTTGLGGCCGCACTCGAGCACCACCACCACCACCACTGAGATCCGRUTGLTAACARAGCCC pET-28a(+)
MetGlyArgGlySerG|uPheBluleulrgdArgGinAlaCysGlyvArgThraArghlaProProProPreProleuArgSerGlyCysEnd
TTCGAGLTCOGTCGACAAGCTTGCGGCCGUACTCGAGCACCACCACCACCACCACTGAGATCCGGCTGLTAACAAAGCTT RET-28b
snSerSerServVal AsplysbeulloflalloleuGluHisHisHisHisHisHIisEnd
GETCGGATCCGAATTCGAGCTCLGTCEACAAGCTTGCGECCGLACTCG ACCACCACCACCACCACTGAGATCCGGCTGCTAACAAAGLCL pET-28c¢(
Glyhrallefrgl leArghlaProSerThrSerLeuArgProHisSerSerThrThrThrThrThrThrGlul leArgleuleuThrlysPro
Bpul102 | T7 terminator
GAAAGGAAGCTGAGTTGGCTGLTGLCACCGLTGAGCAATAACTAGCATAACCCCTTGGGECCTCTAMACGGGTCTTGAGGGETTTTTTG




