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pomUze Vam porovnat

Typ platformy —_—)

Ma zakladni data! — ee—

Ce0

Gene Expression Omnibus

GEQ Publications FAQ MIAME Email GEO

NCBI = GEO = Accession Display [ Not logged in | Login &
Scope: [ sef v | Format: [HTML | Amount:[Quick v | GEO accession:[Gse2ozsss | [Cll

Series GSE202536 ‘Query DataSets for GSE202536

Status Public on Feb 27, 2023

Title Doxorubicin response in a triple negative breast cancer cell model: long-term resistance

versus short-term stress

Organism Homao sapiens

Experimenttype  Expression profiling by array

Summary We have used a cell medel for riple negative breast cancer, CALS1 cells, to study the

Owerall design

Contrihutor(s)
Citation missing
ubmission date
_ast update date
Contact name
Organization name
Department
Street address
City
ZI|P/Postal code
Country

Platforms (1)

Samples (15)
# More

Relations
BioProject

transcriptional profiling of chemotherapy drug response. A doxorubicin resistant derivative
has been generated, named CALDOX, which is able to proliferate in the continuos presence
of 0.4 micro molar doxerubicin in the culture medium. In addition, both naive CAL51 and drug
resistant CALDOX cells, the short-term response to doxorubicin treatment has been studied.

CALS51 cells were treated with 0.4 micro M doxorubicin until they were able to survive and
proliferate in the presence of drug (these drug resistant cells are termed CALDOX). Short-
term effects of doxorubicin were studied in CALS51 cells (with treatments for 24 and 48 h with
0.4 micro M doxorubicin) and CALDOX cells (with treatment for 24 h with 4 micro M
doxorubicin). For the array experiment, RNA isolated from three independent cultures were
used for each condition

Yague E, Kumar U

Has this study been published? Please login to update or notify GEO.
May 09, 2022

Mar 01, 2023

Marios Georgiou
University of Nottingham
School of Life Sciences
Queen's Medical Centre
Nottingham

NG7 2UH

United Kingdom

GPL570 [HG-U133_Plus_2] Affymetrix Human Genome U133 Plus 2.0 Array

GSME123775 CAL-1
GSMEB123776 CAL-2
GSMB123777 CAL-3

PRINAB364GT

Download family Format

SOFT formatted family file(s) SOFT

MINIML formatted family file(s) MINIML

Series Matrix File(s) TXT
Supplementary file Size D File typ

GSE202536_RAW.ar 80.6Mb  (htip)(cusiom)  TAR (of CEL)

Raw data provided as supplementary file
Processed data included within Sample table
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Informace o platformé:

Gene Exprassion Omnibus
[HONE [ SEARCH | SITE MAF | GEQ Publications FAQ MIAME
MCE| = GED > Accession Display @ Mot log
Jak vybrat platformu?
Scope: [ self ~| Format:[emmC v | Amount:[quick v | GEO accession:[Geisto | E
Platform GPL570 Query DataSets for GPLST0 o s .
sias v s o - Nejlépe Affymetrix nebo cDNA
Title [HG-U133_Plus_2] Affymetrix Human Genome U133 Plus 2.0 Array
P . i - . ’ se WV . \'4 . .
bt o - Nejlépe zavedenou (jiz je tady nékolik let) - viz
Organism Homo sapiens

Menctes  afymet status — pak jiz existuji standardni metody

Manufacture protocol see manufacturer's web site

V4 s V4 Vé
C lete f the H G U133 Set plus 6,500 additional fo I b I k
ar?:;ypsg ofc;ov\;e[r:gfaoooo u;'sc:pn;l:n enome et plus additional genes for a n a yzy a a I y p ro Z p ra Cova n I

All probe sets represented on the GeneChip Human Genome U133 Set are identically , , v ,

replicated on the GeneChip Human Genome U133 Plus 2.0 Array. The sequences from - AI b t 1 d I d 1
which these probe sets were derived were selected from GenBank®, dbEST, and RefSeq. e l I I u SI y p raVI e n e u rzova n a VI Z
The sequence clusters were created from the UniGene database (Build 133, April 20,

2001) and then refined by analysis and comparison with a number of other publicly . . . 74

available databases, including the Washington University EST trace repository and the escrl pt I O n a p raVI e n e u p ate

Uriversity of California, Santa Cruz Golden-Path human genome database (April 2001

release).

In addition, there are 9,921 new probe sets representing approximately 6,500 new genes.

These gene seguences were selected from GenBank, dbEST, and RefSeq. Seguence

clusters were created from the UniGene database (Build 159, January 25, 2003) and

e o oo - Nejlépe s hodné vzorky a datovymi soubory
assembly (Build 31).
(samples and series)

Description Affymetrix submissions are typically submitted to GEO using the GE
described at httpz/fwww.ncbi.nim_nih.gowiprojects/gecfinfo/geo_affy.html

June 03, 2009: annctation table updated with netaffx build 258
June 06, 2012: annotation table updated with netaffx build 32
June 23, 2016: annotation table updated with netaffx build 35

Web link hitp:ffwww affymetrix.com/supportitechnical/byproduct. affx ?product=hg-ul:
http-ffwww.affymetrix.comfanalysis/index.affx

Submission date Nowv 07, 2003

Last update date Dec 14, 2020

Organization Affymetrix, Inc.

E-mail(s) geo@nchi.nim.nih.gov, support@affymetrix.com

Phone BB8-362-2447

URL http:fwww. affymetrix.comfindex.affx . . .

Steetadires https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GPL570
City Santa Clara

State/province CA

ZIP/Postal code 95051

Country USA

Samples (167954) GSM1842Z, GSM18423, GSM1E8424, GSM18425, G5M18426, GSM18427 <
.
# Mare...

Series (5578) 55E1145 changes in cardiac franscription profiles brought about by heart failure




Doporucene parametry

Projekt na lidech nebo mysich

2. Platforma Affymetrix nebo cDNA - ¢im vice projektu je na platformé, tim
|épe (nevybirat extra vzacné nebo extra nové platformy)

3. Expresnidata transkriptom

Maximalné 20 vzorku, pokud vice, nutno vybrat podskupinu vzorku — pak
ale problém s bodem 4

5. Jasny a pochopitelny dizajn (néco, cemu rozumite)
Existujici publikace (pomuUze Vam v analyze, mUzete porovnat vysledky)
7. Ma zakladni (raw) data a klinické informace



Jak stahnout data

1. Primo z webu

2. S pomoci Bioconductoru

destdir = '.",
getCGPL = F



