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8 9 Legenda
1- BL21(DE3), 30 °C
2- BL21(DE3).30°C
3- BL21(DE3). 30 °C,
4- BL21(DE3),25°C, 3h
C
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1123pb

6569 pb

5- BL21(DE3), 25 °C, 4h

6- BL21(DE3), 25 °C, 5h

7- Standard 6.5 — 200 kDa
(AppliChem)

8- BL21(DE3), 18 °C, 20h

9- BL21(DE3). pred

Obrdzok ¢. 9: 1% agarézovy gél: stiepenie cielovveh plazmidov pomocou dvojice restriktdz:

a. pET-44b N-6xHis NusA, stiepeny' RE: Spel, Xhol (DNA standard 100 — 1 517 pb (NEB)) indukciou
b. pET-44b_NusA C-6xHis, stiepeny RE: Spel, HindIII (DNA standard 0,5 — 10 kb (NEB))
¢. pLEXSY IE blecherrv4 so sign. sekvenciou, Stiepeny RE: Xbal, NotI — (DNA Standaird
1001517 pb (NEB)) Obrazok ¢. 18: Optimalizdacia produkcie proteinu PSL2 s tioredoxinom v bunkdch E. coli BL21(DE3)
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d. pLEXSY IE blecherrv4 bez sign. sekvencie, stiepeny RE: Ncol, Notl — (DNA Standard (1 O*’C‘p O"?J a ’I”TI lamid Vg él)
100—- 1517 pb (NEB))
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Obr. 7. Celkovy prubéh ionexové chromatografie. Modie je znazornéna absorbance v UV oblasti, hnédou E 41 o @
je vyznacena vodivost roztoku, svétle zelenou barvou je vyznacena koncentrace NaCl. tmave zelenou tlak 3 3 ¢ ¢
v systému, Cervena éisla znaéi éisla frakei. s o« ¢ ¢
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“ Obr. 10. Oxidace Fe*™ iontti v pritbéhu kultivaci A (#) a B (#) bakterie At. ferrooxidans na pyritu.
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Obr. 8. Usek chromatogramu z obrazku 10. Eluované frakce s TDH aktivitou (22-25).
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Sl é& o @ Fi 23: i fEMT-related d miR-429 in 786-0 cell li d with
q,gt Q‘P q@ igure 23: Expression o -related genes and mi in -0 cell line treated wi
é& -0 TGFp and 786-0 control cells (a. ZEB1, b. ZEB2, ¢. Vimentin, d. miR-429).
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Figure 12: Expression of miR-429 in renal parenchyma and ccRCC samples. RCC
samples were divided into three subgroups (no progression, progression, stage V). MOCK TGFB pre-miR-429+TGFp
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éP Figure 37: Images of ACHN cells transfected with negative control #1 [MOCK), cells
4‘ treated with TGFPE and cells transfected with pre-miR-429 + treated with TGF B. Oh vs.

24h.
Figure 22: E-cadherin expression in 786-0 cells treated with TGFp vs. MOCK. Day 4.



