POKROCILE PRAKTIKUM Z BIOCHEMIE

JMENO uco
Miroslava Velecka 499670
Jan Simonik 473766

Uloha E: Identifikace jednotlivych druhd Vaclavek ze vzorku ptidy

Nas vzorek: |

e Uvedte koncentraci a na zakladé namérenych dat zhodnotte Cistotu izolované DNA:
Nano-fotometr: c= 6,0 ng/ul

A260/280 =2

DNA je nejspis znecisténa RNA nebo organickymi latkami
Qubit: c= 1,5 ng/ul Redeni vzorku 2 pl + 4 ul voda

o Na zakladé délky amplifikatu a vysledku restrikéni analyzy urcete, jaky druh vaclavky
obsahoval vas vzorek plidy, vysledek zdlvodnéte:
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e Porovnejte separaci DNA fragmentl pomoci agarozové elektroforézy a Fragment Analyzeru:
o Na zakladé sekvenci jednotlivych druh( vaclavek z NCBI databaze zkuste navrhnout dvojice
specifickych primerd a TagMan sondu pro detekci Vami identifikovaného druhu vaclavky:
o Gene bank: MW717692.1

o OLIGO start len tm gcs any 3' seq

o LEFT PRIMER 59 20 59.87 55.00 5.00 2.00
aactctggtggaggctcgta

o RIGHT PRIMER 163 20 60.92 55.00 4.00 3.00
tcggcaggaaccagctacta

o HYB OLIGO 83 22 65.09 45.45 6.00 4.00

o 481 gctectctga aatgcattag cagaaaccgce tatgectgaa tagggtgaag ccagaggaaa
o 541 ctctggtega gectegtage galEINNUBNBCHABICHAIERI ccaatt teggtatage
o 601 ggcgaaagac taatcgaacc atctagtagce tggttcctge cgaagtttca

Primery vykazuji v Primer Blast také vysokou nespecifitu, nutno oboji znovu navrhout!

Sonda detekuje:

Multiple organisms | 60 leaves

Diaphora mendica genome assembly, chromosome: 17

Diaphora mendica genome assembly, chromosome: 3

Alcis repandata genome assembly, chromosome: 15

Alcis repandata genome assembly, chromosome: 30

Alcis repandata penome assembly, chromosome: W

Alcis repandata penome assembly, chromosome: 25

Alcis repandata genome assembly, chromosome: 19

Alcis repandata genome assembly, chromosome: 18

Podoscypha sp. 2 HIL-2023a isolate 14072 =10 large subunit ribosomal RNA gene, partial sequence
Podoscypha sp. 1 HIL-2023a isolate 140719-19 large subunit ribosomal RNA gene, partial sequence
Podoscypha sp. 1 HIL-2023a isolate 20090729-64 large subunit ribosomal RNA gene, partial sequence
Podoscypha petalodes isolate 140721-15 large subunit ribosomal RNA gene, partial sequence
Podoscypha petalodes isolate 140721-14 large subunit ribosomal RNA gene, partial sequence
Thalpophila matura genome assembly, chromosome: 23

Conomelus anceps genome assembly, chromosome: 6

Cylindromonium dirinariae FAOMNM gene for LSU fRNA, partial sequence

DCylindromonium dirinariae FAODG gene for LSU tRNA, partial sequence

Cylindromonium lichenicola CES:415.70A gene for LSU rRNA, partial sequence

Cylindromonium lichenicola CBS: IRE. 70 gene for LSU rRNA, partial sequence

Cylindromonium dirinariae FAODMS gene for 285 rRN A, partial sequence

Aegus chrysomelinus SKOO01 gene for 285 ribosomal RNA, partial sequence

Dionchus sp. 104 gene for 285 tRNA, partial sequence

Serpula himantioides TURCI2779 gene for large subunit ribosomal RNA

@ Serpula himantivides SH263 gene for large subunit ribosomal RNA

Serpula himantioides WD2 185 gene for large subunit ribosomal RNA

Pratylenchus sp. D17V large subunit ribosomal ENA pene, partial sequence

Pratylenchus sp. 4455 large subunit ribosomal RNA gene, partial sequence

Pratylenchus sp. Di2 large subunit ribosomal RNA gene, partial sequence

Pseudosperma sp. AM-2023a voucher CAG 5/3.63 large subunit ribosomal RNA gene, partial sequence
Steinernema sp. NBAIRSSSE large subunit ribosomal RMA gene, partial sequence

@Orthosia incerta genome assembly, chromaosome: 17

Lebertia obscura voucher HY DCA42 285 ribosomal RNA gene, partial sequence

Lebertia porosa ager. sp. D TE-2023a voucher HYDCATS 285 ribosomal RNA gene, partial sequence
Lebertia porosa voucher HYDCA459 285 ribosomal RNA gene, partial sequence

Lebertia porosa ager. sp. A TE-2023a voucher HY DCAZ69 285 ribosomal RNA gene, partial sequence
Lebertia porosa voucher HYDCAZ2T0 285 ribosomal RNA gene, partial sequence

Lebertia insignis voucher HY DCAZY2 28S ribosomal RNA gene, partial sequence

Lebertia gibbosa voucher HY DCA463 288 ribosomal RNA gene, partial sequence

Lebertia porosa ager. sp. D TE-2023a voucher HYDCALD 285 ribosomal RNA gene, partial sequence
Pratylenchus sp. AK1 large subunit ribosomal RNA gene, partial sequence
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